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What is claimed is: 
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A computer implemented method for determining the genotype of a sample 
comprising: 

Obtaining a\lurality dtaampl/p: obe intensities reflecting the hybridization 
between the sahjple and aVpralily of probes; 

Determining a tentative ge/idttpl based upon the sample probe intensities; and 

as the genotype of the sample if the pattern of 
the sample probe intensities is simih^to that of reference probe intensities for the 
tentative genotype. 



The meth\d of Claim 1 wheW the accepting comprising calculating linear 
correlation\oefficient between\the sample probe intensities and reference probe 
intensities; am accepting the tentative genotype as the genotype of the sample if 
the linear correlation coefficient is>greater than a threshold value. 



3 . The method of Claim\2 wherein the threshold value is at least 0.8. 



4. The method of Claim 3 wherein the threshold value is at least 0.9. 
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5. The method of Claim 4 wherein the threshold value is at least 0.95. 



6. The method of Claim 2 wherein the tentative genotyp\is determined based upon 
relative allele signal. 

25 7. The method of Claim 6 wherein the proves are immobilized o\a substrate at a 
density of at least 400 probes per cm 2 . 



The method of Claim 7 wherein the probes are flqjmobilized on a substrate at a 
density of at least 1000 probes per cm 2 . 
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9 . The method of Claim 8 wherein the reference genotype is a homozygous 
genotype) 

5 10. The methodVf Claim 8 wherein the reference genotype is a heterozygous 
genotype. 
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11. The method of Claim 8 wherein the probes contain probes designed to be perfect 
match for a first geflotype and a second genotype. 

1 2. The method of Claim 1 Wherein the probes contain probes designed to be 
mismatch for a first genotype and a second genotype. 

13. A computer implemented method for determining the genotype of a sample 
comprising: 

Obtaining a pluVality/blj sarnple probe intensities reflecting the 
hybridization between th^amMe/aiM a plurality of probes; and 

Determining whettta pattern of the sample probe intensities is similar 
to that of reference prob(f intensities, wherein the reference probe intensities 
reflect the hybridization Jtetweejj the plurality of probes and a reference sample 
having a reference genotype. 
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14. The method of Claim 13 wherein the determining\comprising calculating 

correlation coefficient between the sample probe intensities and reference probe 
intensities; and indicating that the genotype of the sample is the same as the 
reference genotype, if the correlation coefficient is greater than a threshold value. 



15. The method of Claim 14 wherein the threshold value is at least 0.8. 
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16. \he method of Claim 15 wherein the threshold value is at least 0.9 




17. Th\ method of Claim 16 wherein the threshold value is at least 0.95. 

5 18. A system for determining the genotype of a sample comprising: 
a processor; and 

a memoryispupled with the least one processor, the memory storing a plurality of 
machine instructions that cause the processor to perform logical steps, wherein 
the logical step\ include: 

Obtaining a plurality of sample probe intensities reflecting the hybridization 
between the sample\and a plurality of probes; 

Determining a tentative genotype based upon the sample probe intensities; and 
Accepting the tentativeWiotype as the genotype of the sample if the pattern of 
the sample probe intensities is similar to that of reference probe intensities for the 
tentative genotype. \ 

19. The system of Claim 1 8 whereinlhe accepting comprising calculating linear 

correlation coefficient between the Wiple probe intensities and reference probe 
intensities; and accepting the tentative\enotype as the genotype of the sample if 
the linear correlation coefficient is greaterdian a threshold value. 



20. The system of Claim 19 wherein the threshold \alue is at least 0.8. 

21. The system of Claim 20 wherein the threshold valuers at least 0.9. 
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22. The system of Claim 21 wherein the threshold value is aMeast 0.95. 

23. The system of Claim 22 wherein the tentative genotype is determined based upon 
relative allele signal. 



25 



• 



ey Docket No.: 3284.1 



24. The systemW Claim 23 wherein the probes are immobilized on a substrate at a 
density of at \east 400 probes per cm 2 . 

5 25. The system of Claim 24 wherein the probes are immobilized on a substrate at a 
density of at least J\000 probes per cm 2 . 
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26. The system of Claim 2^ wherein the reference genotype is a homozygous 
genotype. 

27. The system of Claim 26 whe^in the reference genotype is a heterozygous 
genotype. 



28. The system of Claim 27 wherein thV probes contain probes designed to be perfect 
1 5 match for a first genotype and a secomj genotype. 

29. The method of Claim 28 wherein the prob^ contain probes designed to be 
mismatch for a first genotype and a second gdnotype. 
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A system for determining the genotype of sample comprising: 
a processor; and 

a memory coupled with the least one processor, the metnory storing a plurality of 
machine instructions th^t azhsl the processor to perform logical steps, wherein 
the logical steps include: j 

Obtaining a plurality of Sjamg^robe intensities reflecting th&Jiybridization 



between the sample and 
Determining whether 



of probes; and 
pattern c& the sample probe intensities is^smrilai* to that 



of reference probe intensities, wherem the reference probe intensities, reflect the 
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hybridation between |(ej>lurality of probes and a reference sample having a 
referenceNgenotype. ^ v 

The system\f Claim 31 wherein the determining comprising calculating 
correlation coefficient between the sample probe intensities and reference probe 
intensities; and Indicating that the genotype of the sample is the same as the 
reference genotyp\ if the correlation coefficient is greater than a threshold value. 

The system of Claim 3\wherein the threshold value is at least 0.8. 

The system of Claim 32 wherein the threshold value is at least 0.9. 



34. The system of Claim 33 whereirVhe threshold value is at least 0.95. 



15 35. 
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A computer readable meWm comprising computer-executable instructions for 
performing the method foXdeterminingOhe genotype of a sample comprising: 



e intensities reflecting the hybridization 
irobe 

uponNhe sample probe intensities; and 
he genotypte of the sample if the pattern of 
the sample probe intensities is simila&yto that of reference probe intensities for the 
tentative genotype. 



Obtaining a plurality of sample pj 
between the sample and a pi 
Determining a tentative geno 
Accepting the tentative genotype 



36. The computer readable medium of Claim 35 wherein theWepting comprising 
25 calculating linear correlation coefficient between the sample probe intensities and 

reference probe intensities; and accepting the tentative genotW as the genotype 
of the sample if the linear correlation coefficient is greater thaAa threshold value. 



27 



ey Docket No.: 3284.1 



ie computer readable medium of Claim 36 wherein the threshold value is at 
leafot0.8. 

The computer readable medium of Claim 37 wherein the threshold value is at 
least 0\9. 

The computer readable medium of Claim 38 wherein the threshold value is at 
least 0.95. 

The computer readable medium of Claim 39 wherein the tentative genotype is 
determined baseb\upon relative allele signal. 

The computer readable medium of Claim 40 wherein the probes are immobilized 
on a substrate at a density of at least 400 probes per cm 2 . 

The computer readable medium of Claim 42 wherein the probes are immobilized 
on a substrate at a density ofat least 1 000 probes per cm 2 . 

The computer readable medium 6( Claim 42 wherein the reference genotype is a 
homozygous genotype. 

The computer readable medium of Claim^ wherein the reference genotype is a 
heterozygous genotype. 

The computer readable medium of Claim 42 wherein the probes contain probes 
designed to be perfect match for a first genotype and a second genotype. 

The computer readable medium of Claim 45 wherein the probes contain probes 
designed to be mismatch for a first genotype and a second genotype. 
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A computer read^ble\edium comprising computer-executable instructions for 
performing the methods Comprising: 

Obtaining a pluralik of saWe4»pbe intensities reflecting the hybridization 
between the sample and a pMalitytaf ppebes; and 



Determining whether the parte: 
of reference probe intensities, wti 
hybridization between the plurality/ 
reference genotype. 



toe sample probe intensities is similar to that 
;in the reference probe intensities reflect the 
bXprobes and a reference sample having a 



The computer readable medium ofsClaim 47 wherein the determining comprising 
calculating correlation coefficient beWeen the sample probe intensities and 
reference probe intensities; and indicating that the genotype of the sample is the 
same as the reference genotype, if the correlation coefficient is greater than a 
threshold value. 



49. The computer readable medium of Claim 48 wherein the threshold value is at 
least 0.8. 

20 50. The computer readable medium of Claim 49 wherein theythreshold value is at 
least 0.9 



51. The computer readable medium of Claim 50 wherein the threshdid^value is at 
least 0.95. 
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